Discussion
The Cu(II) atom exists in a distorted square planar environment defined by a N2S2 donor set. The ethylenediamine portion of the ligand chelates the Cu atom and the thiolate S atoms derived from the side arms complete the coordination geometry. There are distortions from the ideal square planar geometry with the S1, S2, Ν1 and N2 donor atoms lying -0.035(1) Â, 0.041(1) Â, 0.322(3) Â, and -0.367(4) À out of their least-squares plane, respectively. The Cu atom lies 0.0223(5) À out of this plane. The Cu-S (2.2696(9) À & 2.2781 (9) À) bond distances are equal within experimental error as are the Cu-Ν bonds (1.998(2) Â & 1.984(3) Â). In terms of angles subtended at Cu, the greatest deviation from the ideal geometry is manifested in the S 1-Cu-N2 angle of 167.37(8)°. Whereas the five-membered chelate ring is puckered as expected, the two six-membered rings are planar to 0.037 Â and 0.059 À, respectively and form a dihedral angle of 15.16(9)°. The near planar C11N2S2 chromophore is similar to the related /-salen Cu(II) complex [3] . These complexes were used to develop models for type 1 ("blue") copper sites in copper proteins and type A copper sites in cytochrome C oxidase enzyme, which have a more tetrahedral enviroment [4] , 
